Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.003 Å; disorder in solvent or counterion; R factor = 0.023; wR factor = 0.061; data-toparameter ratio = 18.5.
The Pd II atom in the title compound, [PdBr 2 {P(C 6 H 5 ) 3 } 2 ]Á-CHCl 3 , lies on a twofold rotation axis and is coordinated in a distorted square-planar geometry by two P atoms from two triphenylphosphine ligands and by two Br atoms in a trans arrangement. The chloroform solvent molecule is equally disordered about another twofold rotation axis.
Related literature
For isostructural PdI 2 (PPh 3 ) 2 ÁCHCl 3 , see: Kubota et al. (1991) . For the other solvates of PdBr 2 (PPh 3 ) 2 , see: Crawforth et al. (2005) ; Rodríguez et al. (2007) ; Stark & Whitmire (1997) .
Experimental
Crystal data [PdBr 2 (C 18 Table 1 Selected bond lengths (Å ).
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2009).
Refinement
H atoms were placed at calculated positions (C-H = 0.95 and 1.00 Å) and treated as riding on their parent atoms, with U iso (H) = 1.2U eq (C). The chloroform molecule is disordered about a twofold rotation axis, and was allowed to refine off the symmetry element as a whole molecule of 0.5 site occupancy. The three C-Cl distances were restrained to within 0.01 Å of each other, as were the Cl···Cl distances. The anisotropic displacements of the Cl atoms were restrained to be nearly isotropic. Figures   Fig. 1 . Molecular structure of the title compound. Displacement ellipsoids are drawn at the 70% probability level.
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